.

sint JTHO8 \
spu KCTC 11537

seq_z ATCC 35246

seq_z

seq_z MGCS 10565

seq_e 4047

sga ATCC 4341

sga UCN 34

spas

ATCC 43144

sma ACA-DC 198
sga ATCC BAA-2069

sin SF1

sps FW213
sps ATCC 15921

A
ssa\|M8777

7

5

sth JIM8232

smu GS5
smu UA159
smu NN2025
smu LJ23
sag 09mas01888.
sag 2603V/R

sag ILRI112

sag NEM316

sag A909

sag 2-22

sag SA20-06

sag GD201008-001
sag ILRIOOS

sdy GGS124

sdy RE378

sdy AC-2713

sdy ATCC 12394
ssu SC070731

ssu SS12

ssu JS14

ssu S735

ssu A7

ssu P1/7

ssu GZ1

ssu 98HAH33

ssu 05ZYH33

ssu SC84

ssu BM407

ssu ST1

ssu ST3

ssu D9

ssu TL13

ssu D12

spy Alab49

spy HSC5

spy
spy
spy
Spy
Spy
spy
spy
spy
spy
Spy

spy
sppn

MGAS1027 0
MGAS9429
MGAS1882
MGAS1525 2
MGAS 8232

ML_476
MGAS1039 4
MGAS2096
Manf r edo
MGAS315

SF370
MGAS1075 0
NZ131
SSI-1

MGAS 6180
157493

smi B6

spn
spn
spn
spn
spn
spn
spn
spn
spn
spn
spn
spn
spn
spn
s

spn
spn
spn

D39

R6
gamPNIO373
1A

Tl GR4

I NV 104
SPN 99439
OXC 141
SPN 99438
SPN 03483
SPN 03456

pn 705 85
s pn 670-6B

CGS P14
ATC C_10669
ST5 56

spy Taiwan 19F-14

spn
spn
spn
spn

TCH 843 _19A
Hun gary19A- 6
G54

P10 31

S. intermedius/S. parauberis
83.71 ANIm %identity

S. parauberis/S. equi
85.96 ANIm %identity

S. gallolyticus/S. iniae
85.26 ANIm %identity

S. sanqguinis/S. uberis

84.81 ANIm %identity

S. parasanguinis/S. lutetiensis

85.26 ANIm %identity

S : ‘ S. infantarius/S. salivarius

87.39 ANIm %identity




